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Abstract

Indiscriminate exploitation and land use change has caused the only forest fir in the north of Iran to be
included in the list of endangered species of the World Conservation Organization. In this research, three
forest parks of Astana Ashrafieh, Noor Forest Park and Kurdkovi Forest Park were selected and the
genetic parameters of their population with three unmanaged habitats of Rasht, Joibar and Galikesh were
investigated using 14 microsatellite markers. The results showed that a total of 67 alleles were observed in
14 microsatellite locations. The expected heterozygosity also ranges from 0.37 (Joibar habitat) to 0.41
(Astana Ashrafieh habitat). The highest number of specific alleles was observed in Astana Ashrafieh and
Noor forest parks (5 specific alleles). The average genetic differentiation index was equal to 0.07. The
average gene flow between habitats had an average value of 0.7. In this research, no strong genetic
structure was observed between habitats. The results of the mean comparison using the t-test method
showed that the genetic parameters of the population are not significantly different from each other in any
of the two types of management methods. With the exception of the Rasht population, other studied
populations have entered the bottleneck phenomenon based on the sequential mutation model.

Keywords: Endangered species, conservation, biodiversity management, forest park, Hyrcanian forest.
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