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Abstract

This research has been conducted on sequence similarity of 16s ribosomal RNA among
different isolates of Escherichia coli water polluting bacteria. In this study, 16s ribosomal
RNA coding genes belonging to 12 isolates of E.coli species were extracted from NCBI
site and clustered by MEGA software version 10. The sequence of 16s ribosomal RNA is
involved in the formation of the structure of the prokaryotic ribosome, the initiation of
protein synthesis, taxonomy and identification of bacteria, etc., and it seems that due to its
importance, this sequence can be a candidate for phylogenetic studies. E.coli bacteria is the
main indicator of water and food contamination and is very important in other cases such
as genetic engineering, microbiology, biotechnology, etc. and more and more extensive
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studies on this type of bacteria should be done take. In this research, the mentioned
sequence was compared in 12 isolates of this bacteria and showed similarities and
differences. For example, two isolates from Egypt and Italy, two isolates from Japan, two
isolates from Germany and Irag and two isolates from Malaysia and Greece were observed
as sisters (very similar sequences).

Key words: 16s ribosomal RNA, Escherichia coli, MEGA — X, Phylogenetic analysis,
Phylogeny.
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Escherichia coli isolate AAE LC764402.1 Egypt
Escherichia coli isolate DH7 LC666913.1 Egypt
Escherichia coli isolate Mt1B1 AM944637.2 Germany
Escherichia coli isolate 101 (MBG- 0uU548744.1 Greece
DUTH)/3414727-1 (MED-DUTH)
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Escherichia coli isolate JCM 20071 LC571936.1 Japan
Escherichia coli isolate JCM 16946 LC682250.1 Japan
Escherichia coli isolate UM-AEU214 LT009427.1 Malaysia
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LC764402.1 Escherichia coli isolate AAE (Egypt)

95

95 LN875375.1 Escherichia coli isolate BYPFP (ltaly)

82 L | C754127 1 Escherichia coli isolate SSH1 (India)

LC654900.1 Escherichia coli isolate JCM 20392 (Japan)
18

LC571936.1 Escherichia coli isolate JCM 20071 (Japan)

59

LC682250.1 Escherichia coli isolate JCM 16946 (Japan)

AMB44637.2 Escherichia coli isolate Mt1B1 (Germany)

55

LC648289.1 Escherichia coli isolate IRQBAS127 (Irag-Basra)

LC738862 1 Escherichia coli isolate 1Q1 (Irag-Karbala)

95 LT009427.1 Escherichia coli isolate UM-AEU214 (Malaysia)

100

0OU548744 .1 Escherichia coli isolate 101 (MBG-DUTH)/3414727-1 (MED-DUTH) (Greece)

LC666913.1 Escherichia coli isolate DH7 {Egypt)

MT704546.1 Salmonella enterica isolate FCV 10061 (China)
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